Table S5. Neutralizing Activity Against Multiclade, Clade C, and Primary Virus Panels,
Related to Figure 2

A 119 Pseudovirus Multiclade Panel

561_01_18 561_01_55 561_02_12 N6 3BNC117 VRCO1 10-1074 PGT121
Virus Clade ICs  ICq ICsp  ICqo ICsp  ICqo ICsp  ICqp ICsp  ICqp ICsp  ICqp ICsp  ICqp ICsp  ICq
MS208.A1 0.695 || >20 | >20 >20 | >20
Q23.17 0.084 0.004 0.020 | 0.003 0.019
Q461.e2 >20 >20 >20 >20
Q769.d22 0.026
Q259.d2.17 0.074
Q842.d12 0.019 0.062 0.012 0.043
3415.v1.c1
0260.v5.c36 0.059
3365.v2.c2 0.014 0.068
191955_A11
191084 B7-19 0.066 I
9004SS_A3 4 0.004 0.015
6535.3 0.003 0.012
QH0692.42 0.067 | 0.595 | [ 0.540 | 9.175
SC422661.8 0.015 0.049 0.072
PVO.4 0.034
TRO.11 0.027 0.088 0.007 0.036
AC10.0.29 0.026
RHPA4259.7 0.020 0.095 0.020 0.063 0.013  0.047

THRO4156.18

REJO4541.67

TRJO4551.58

WITO4160.33

CAAN5342.A2

WEAU_d15_410_5017

1006_11_C3_1601

1054_07_TC4_1499

1056_10_TA11_1826

1012_11_TC21_3257

6240_08_TAb5_4622

6244 _13_B5_4576

62357_14_D3_4589

SC05_8C11_2344

Du156.12

Du172.17

Du422.1

ZM197M.PB7

ZM214M.PL15

ZM233M.PB6

ZM249M.PL1

ZM53M.PB12

ZM109F.PB4

| 9.632 | [ 0.928 | 13.784

0.010
0.039

0.059

0.033
0.008 0.042

1.073

0.022 0.081

0.020 0.073

0.020
0.084
0.020 0.074
0.054
0.059

| 5.938 |
0.051
0.023

0.049
0.041
0.066

0.714

0.007 0.076

ZM135M.PL10a

CAP45.2.00.G3

CAP210.2.00.E8

HIV-001428-2.42

HIV-0013095-2.11

HIV-16055-2.3

HIV-16845-2.22

Ce1086_B2

Ce0393 C3

Cel1176_A3

Ce2010_F5

Ce0682_E4

Cel172_H1

Ce2060_G9

Ce703010054_2A2

BF1266.431a

246F C1G

249M B10

ZM247v1(Rev-)

7030102001E5(Rev-)

1394C9G1(Rev-)

Ce704809221_1B3

0.007 0.019

0.011  0.037

[ 0.534 1| >20 | >20 |

0.019  0.051
0.092
0.036

0.694

0.015 0.071
0.086
0.032
0.030
0.006 0.021
0.027 0.099
0.023

0.018 0.079

0.008 0.028

0.018 0.061

6545.v4.c1

3016.v5.c45 0.024 0.086
A07412M1.vrc12 0.042
231965.c01 | 1.641 | >20 |
231966.002 0.024
6405.v4.c34

X1193_c1

P0402_c2_11

X1254_c3

X2088_c9

X2131_C1_B5

P1981_C5 3

X1632_S2_B10 |
3301.v1.co4 0.010 0.086
6041.v3.c23 0.003 0.014
6540.v4.c1 0.014 EXIER

| 0.565 | 4.367
0.030

0.079 0.023
0.052
0.035
0.088

0.018
0.076

0.022

0.088

0.007 0.029
0.031
0.003
0.066
0.014
0.005
0.055

0.011

0.035

2.571
0.030

0.005 0.018
(OZER 0.768

0.007 0.024
0.078
0.021

0.074

0.001

0.011

0.014 0.056

0.027

15.899

0.084

0.804 | 3.007

0.029
0.042

0.081

>20 >20
0.013  0.047

>20 >20

>20 >20

>20
0.055
[ 3.200 | >20 |
0.029
0.008

>20

0.029

3.817
0.039

>20
0.004 0.042
10.000| >20

>20
0.008
>20

>20

>20

>20 >20
0.007 0.085

>20 >20

>20
0.018

>20
0.083

>20

0.032
0.009

0.082
0.049

0.010 0.044

>20 >20

0.009 0.035

>20 >20

>20 >20

>20 >20

>20 |[>20 | >20 || >20 [ >20 |

>20 >20

>20 >20




Table S5. Neutralizing Activity Against Multiclade, Clade C, and Primary Virus Panels,
Related to Figure 2 (continued)

119 Pseudovirus Multiclade Panel (continued)

561_01_18 561_01_55 561_02_12 N6 3BNC117 VRCO01 10-1074 PGT121
Virus Clade ICs, 1G4 ICsy  1Cq ICsy  ICq ICsy  ICs ICsy  ICq ICsy  ICq ICsy  1Cq ICsy  ICs
620345.c01 [AE_] 2.687 4.393 | >20 >20 | >20 >20 | >20 >20 | >20 >20 [ >20
CNE8 X=| o.00 0.678 | 1.672 [[ >20 [ >20 >20 | >20
C1080.c03 [=l| 0.020 1.560 1.613 | 9.664 |[ >20 [ >20 >20 | >20
R2184.c04 [X=l| 0.00 0.0 0.08 >20 | >20 >20 | >20
R1166.c01 AE 0.006 0.959 1.642 | 5.640 [[ >20 [ >20 >20 | >20
R3265.c06 S| o.010 0.040 2.266 || >20 | >20 >20 | >20
€2101.c01 | o 0.0 0.709 | [ >20 [ >20 >20 | >20
C3347.c11 =S| o 0.0 0.054 0.0 >20 >20 >20 >20
C4118.c09 [AE | . 0.089 0.606 | [ >20 [ >20 >20 | >20
CNE5 IAE_| 2.789 [ 15.607 0.618 0.996 |[ >20 | >20 >20 | >20
BJOX009000.02.4 IAE_| 19.308]| >20 1.347 2.412 | 5.667 |[ >20 [ >20 || 4156 | >20
BJOX015000.11.5 IAE_| 0.097 EEIT) Al 0.524 1.058 || >20 | >20 >20 | >20
BJOX010000.06.2 IAE_| 3.403 | 14.691 0.587 | 2.595 || 1.772 | 6.245 |[ 9.188 [ 17.773|[ >20 [ >20 >20 | >20
BJOX025000.01.1 IAE_| N7l 0.584 0.063 4.126 | >20
BJOX028000.10.3 [AE_| >20 | >20 [XEPROXYER [[0:532 | 1.149
T257-31 [AG ] 2.145 | 6.753
928-28 IAG |
263-8 IAG | 0.019 0.096 0.030 0.090
T2504 [AG ]
T251-18 IAG | 0.044
T278-50 IAG | 10.349]| >20
T255-34 IAG | 0.793 [ 15.424
211-9 IAG | 072
235-47 [AG_| 0.015 0.072 ] ‘
CNE19 [BC] 0.011  0.040 0.008  0.080
CNE20 [BC | 0.060 >20 [ >20 0.001  0.007
CNE21 [BC | 0.056 19.054| >20 0.008 0.025
CNET7 Esl 4893 | 20
CNE30 [BC | [ 0.635 | 112 | [0:825] 2.562 0.077
CNE52 [BC | 0.011 0.038 0.027  0.092 0.595 | 2.843 [ >20 |
CNE53 [BC | 0.066 0.013  0.068
CNE58 [BC | 0.027 0.064 [ 2.338 |
3817.v2.059 [CD ] 0.725 | 3.717 i .
6480.v4.c25 ICD_| 0.013  0.062 0.010 0.040 | 0.040 0.090 0.003  0.041
6952.v1.c20 IcD_| 0.050 0.060
6811.v7.c18 M| o. 0.066 0.038 0.002 0.009
89-F1 2 25 [5Ml] 0.007 0.023 | 0.014 0.039 >20 | >20 >20 | >20 >20 >20 | >20
0.044 | 0.011 0.047 0.017 0.080 | 0.015 0.037 | 0.040 0.020 0.080
1.223 1.023 || 1.193 [ 3.179 20 0.057 | 0.017 0.084

[GeoMean of Neutralized
[Breadth (%)

| 0 0.096 0.086 | 0.994 | OXEE) 0.066
| ] 87.4 88.2 85.7 61.3 65.5
N6 neutralization data were determined in the same laboratory as data for 1-18 family members, except for 6405.v4.c34 and 0330_V4_C3 which were derived from CATNAP.

VRCO1 neutralization data were derived from CATNAP except for four strains that were tested in the same laboratory as 1-18 family members (249M B10, 89-F1_2_25, BJOX015000.11.1, and 231966.c02).

3BNC117, 10-1074, and PGT121 neutralization data were derived from CATNAP.
1-55 tested on the 119-panel was based on earlier sequence variants and contained primer-induced mutations at the start and end of the V genes (VH: 2 aa mut., Vk: 4 aa mut.).

BEm] iz [ 25 [s10] -0 |
>95 80-90[70-80]60-70]50-60] <50 |




Table S5. Neutralizing Activity Against Multiclade, Clade C, and Primary Virus Panels,
Related to Figure 2 (continued)

B

100 Pseudovirus Clade C Panel

Virus

0041_V3 _C18

0933 V4 C4

0984 V2 _C2

1170887_08

1245045

18814602_H8 F3

19157834_V1

19252094_A5 G2

19314479_A2 5

19707346_E8 _C6

20104663 E11_D2

20198102_E9 G1

20258279 _V2

20286961 _C1_H8

20358510_01

20417927_07

20883229 C9_H6

20915593

20927783

20965238

21197826_V1

21203310_G7_C3

21283649

21492713 B11_E3

21502011_F12_E2

21561324_D3_B5

234 F1_16_57

235080_3G7_REV

2768732_C5 16

2865_A11_12

2969249

3312 _D6_2

3426_V5_C17

3514597

3603_C11_13

541 F1 A7 2

556_F2 3 25

569 _F1_37_10

6022 V7 _C24

6040_V4_C15

6146_V7_C23

6631_V3_C10

6980_VO0_C31

703010054_2A2

703010131_1E2

704010042_2E5

704810053 _2B7

705010185_TF

706010164_1A7

722_G4_16

B005018 8 F6_3

CA146_H3_3

Q
)
a
©

561_01_18 561_02_12 N6 3BNC117 VRCO1 10-1074 PGT121
ICs  ICeo ICsy  ICsp ICsy  ICq ICsy  ICs ICsy  ICsp ICsy  ICs ICsy  ICq
1.340 [ >20 | >20 [[ 2479 [ >20
(CPERIONTE [ >20 [ >20 [[fo.910 ] >10 >20 | >20 >20 | >20
0.954 | 5.375 2.065
0.014 il 0.001 0.005 >20 | >20 >20 | >20
0.904 | 4.006 >20 | >20

0.015
0.012
0.067

0.059
0.040

0.006
0.028

0.019
0.095

0.013
0.037

0.040
0.099

0.027

0.050

0.049

0.062

0.013  0.061

[ 0.535 |
0.027
0.037

0.010 0.044

0.021

0.023

CA240 A5 5

CA392 H2_ 6

CAP136_1_16_E6_1

CAP174_1_06_F3_1B

CAP177_1A3

CAP188 1 D1_14 REV

CAP200_B8A

1.372

0.070
0.006 0.032

CAP210_TA5

CAP225_1_06_A2 18

CAP244_D3

0.010
0.071
0.060
0.026

0.030

0.017
0.704

0.050
3.788

CAP69_1 12 TA7 1

CE0665_F2

CE1172_H1

CE2052_G10

CH0694

CH505_W4_3

CT072 56 7

CT140_140_B6

CT184_D3_15

0.048

0.003 0.036

0.007
0.011

0.026
0.042

CT565_C7_48

[ 2263 | 9.911 |

0.004 0.011
0.015 0.070
0.059
0.053

0.007
0.041

5.147

0.046

0.031

0.006
0.019
0.033

0.015
0.061

0.001
0.008
0.025

0.003
0.029

0.040
0.015 0.059
0.053
0.069
0.074 1.459
>20 [ >20
0.015 | 0.039 | IEFXEERH MEZN
06 0.029 |EZNEET
>20 | >20
H 1.033
>20 | >20
5.812 | 18.724
0.564
0.089
1.582 | 5.924
6.983 | >20
>20 >20
>20 | >20 |[ 8.410
1142 | [ 1.600
1.198 | [ 0.880
0.640 | 3.509
0.065 0.828 | 9.739

0.034
0.022
0.045
0.032

0.049
0.078
0.015
0.070

4.418

0.021
0.032

X
0.090
0.041
0.049
0.083
0.081
0.012

>10 >10
0.040

0.750 | 2.427

0.007
0.021
0.032

0.033
0.091

0.020 0.085

0.046

0.072

>10
[0.119 [ >10

0.036
0.091
0.051

18.871
4.086

>20
>20

0.578
0.631

1.968
3.391

0.082
(NETA 0.528 |
0.007 0.083
0.011  0.027

1.641
>20
>20

19.454
0.527

0.033
0.006

0.013
0.004
0.086
0.050
0.009

0.023

[ >20 | >20 |

0.047
0.014

0.025 0.073
0.013 0.048
0.007  0.021
0.002 0.007

0.047
0.003
0.085

0.013

0.010  0.029
0.066

1.364 | 16.567

5.720 | >20

|

0.025

0.070

0.006 0.016

174 | >20

0.088

0.009 0.025 >20 >20

0.023 0.091

0.009
0.045

0.027

0.076

0.025
0.092

0.069

0.043

0.036
0.024

0.024

|

0.069

0.098

0.024 0.075

0.093
0.050
0.009 0.033
| 1.356 | 14.585
0.007 0.031
0.062
0.013

0.047

0.076
0.010
0.019
0.060

0.032

0.002
0.069
0.002

0.001
0.008
0.001

0.006
0.031
0.002




Table S5. Neutralizing Activity Against Multiclade, Clade C, and Primary Virus Panels,
Related to Figure 2 (continued)

100 Pseudovirus Clade C Panel (continued)

561_01_18 561_02_12 3BNC117 VRCO1 10-1074 PGT121
Virus Clade ICs,  ICq ICsy  ICqy ICsy  ICq ICsy  ICq ICsy  ICq ICsp  ICq ICsy  ICq
CT810_G4 7 C >20 | _>20 1.191 | 8.124 |[0:510 | 1.920
CT966_E1 7 C 1.006 0.702 || 0.560 | 2.940
DU422 1 C 0.050 >20 >20 >10 >10
KO426_T78_10 C 0.09 1.089 | 4.167
KO459_T68 4 C 0.642 | 5.878 0.570 || 1.270 | 5.570 | LN
KO870_C2_10 C 0.064 0.870 || >20 [ >20 |
ME178_G6_16 C 0.559 2.100 0.018 0.055
S0032_A2_8 1 C 0.035 >20 | >20 4.873 | >20 0.005
S0405_T24 5 C 0.073 1.090 0.872 0.001
50431 C1_1 C 0.018 0.083 | 0.0 0.08 5.198
S0607_B6_9 C 0.071 0.049
ZM106_9 C 0.011 0.035 | 0.0 0.076
ZM135_10A C >20 | >20 0.056
ZM197 7 C 0.091 0.714 1.145
ZM214_15 C 0.048 I 0.00 0.076 0.09 0.692
ZM215_8 C 0.039 0.0 0.0 0.086 0.012 0.052
ZM233_6 C 0.042 6.876 0.901 | 2.311 | 2.673 |
ZM249_1 C (XZIRONTEN | 5.632 | >20 0.04 ! >20
[GeoMean of Neutralized | 0.084 0.062 H 0.613 |H 1374 |
|Breadth (%) | 88.0 74.0 | 68.0 97.0 81.0 | 66.0 || 76.0 | 64.0 || 63.0 [ 60.0 72.0 | 63.0

N6, 3BNC117, VRCO1, 10-1074, and PGT121 neutralization data were derived from CATNAP.

Antibody concentration (ug/ml) SIN]

Breadth (%) >95

05-1] 1-2 [ 2-5 [5-10] >10 |
80-90[70-8060-70[50-60] <50 |




Table S5. Neutralizing Activity Against Multiclade, Clade C, and Primary Virus Panels,
Related to Figure 2 (continued)

C 51 Outgrowth Culture-Derived Viruses

561_01_18 561_01_55 N6 3BNC117 VRCO1 10-1074 PGDM1400
Virus ICsy  ICeo ICsy  ICsp ICsy  ICq ICsy  ICs ICsy  ICeo ICsy  ICs ICsy  ICq
IDC#0355 1.461 | 3.205 |[ 1.432 | 3.608 2.127 [ 7.093 ]| 6.871 ] >20 ][10.211] >20 ]
0.085 0.064 0.761 | 1.119 |[[0.517 | 1.829 | y [ 19.040 ]
IDC#0034 B |[2.228 | 5.254 |[ 2.007 | 5.646 | | 3.683 [ 12.057]|[ 1.995 [ 6.491 |[ >20 [ >20 0.029 0.078 >20 | >20
IDC#0039 B 2.474 | 6.289 || 2.989 | 8.410 5.398 | >20 || 9.121 | >20 >20 | >20 >20 | >20 >20 | >20
IDC#0049 B 0.579 0.633 0.773 1.588 1.468 || >20 [ >20 >20 | >20
IDC#0052 B 0.753 | 2.174 || 0.671 | 2.118 0.600 | 3.084 || 1.060 | 4.010 || 2.778 [ 12.760 0.846 | [ 1.453 | 3.657
IDC#0114 B 1.193 | 3.752 | [ 1.203 | 4.837 3.157 | 15.679][ 1.492 | 6.716 || 11.891] >20 0.010 0.04 (NP 0.596
IDC#0115 B 0.682 0.717 1.317 | 4.956 1.737 || 2.459 | 16.411 | UK OXE >20 | >20
IDC#0170 B 0.010 0.0 0.010 0.068 0.0 0.0 0.907 || 1.618 | 10.670
IDC#0171 B 0.627 2.196 | 7.958 || 0.601 | 2.336 || 8.549 | >20 0.730
IDC#0176 B 1.399 | 2.722 || 2.076 | 5.159 3.276 | 14.943] [ 1.010 [ 5.675 |[17.053] >20 1.089
IDC#0183 B 0.542 | 1.927 |[ 0.660 | 2.295 3.203 || 5.017 | >20 || 2.218 | >20 || 0.585 | 2.128
IDC#0190 B 0.081 0.564 | 1.546 1.220 |[ 1.877 | 8.138
IDC#0213 B 2.554 | 6.397 || 2.317 | 7.688 19.416] >20 || 2.667 [17.200|[ >20 [ >20 0.906
IDC#0228 B 4.784 | 11.207| [ 8.618 | >20 7.813 | >20 [ 2.300 [ 9.107 |[ >20 | >20 1.774 | 15.570
IDC#0230 B 1.208 | [ 0510 | 2.413 1.583 | 7.546 || 1.334 | 12.872|[ 6.322 | >20 I 0.915
IDC#0233 B 5.477 | >20 || 2.562 | 8.446 >20 [ >20 1.606 | 8.980 |[ >20 [ >20 |[ 5.466 [ >20
IDC#0246 B 2.368 | 6.492 |[ 1.925 [ 6.026 | [12.309] >20 3.589 [14.560][ >20 | >20 1.447 | 3.726 | [ 1.104 | 4.957
IDC#0261 B 0.604 | 1.809 | [ 0.995 | 2.619 0.585 | 2.832 | [ 0.503 | 3.235 | [ 1.210 | 7.087 | [ 2.043 | 8.232 1.938
IDC#0338 B 0.614 | [ 0.514 | 1.960 0.853 | [ 2.049 | 9.573 | LY. 18.149| >20
IDC#0362 B 0.608 0.856 | 1.107 | [OXY 0.719 | 2.685 >20 1.229 | >20
IDC#0365 B 0.838 1.021 0.673 | 2.012 1.481 || 1.938 | 6.335 0.010 0.028 >20 | >20
IDC#0403 B 6.062 | 15.186 ][ 9.595 | >20 2.213 [ 9.314 || >20 | >20 >20 | >20 || 0.896 | 3.040 || 6.140 [ >20
IDC#0428 B 2.926 | 9.014 || 3.945 [10.286] [ 1.190 | 2.930 || 2.290 | 6.772 | [ 2.690 | 9.648 7.845 || 2.659 [ >20
IDC#0438 B 3.592 | 9.314 | [ 1.676 | 5.611 |[ 6.402 [ >20 0.024
IDC#0440 B 3.678 | 16.480] [ 1.649 | 6.151 | [ 12.071] >20 >20 | >20
IDC#0449 B 1.100 | 5.061 1.589 || 3.544 | 17.233 | NI
IDC#0453 B 2.117 | 6.169 || 1.467 | 4.291 |[10.605] >20 1.033
IDC#0460 B 1.689 || >20 [ >20 >20 | >20 1.560
IDC#0464 B 1.330 2.536 | [ 1:215 | 5.483 || 2.762 [ >20
IDC#0467 B 1.358 || 0.530 | 2.064 || 3.242 | 14.350
IDC#0480 B 0.896 | 2.158 | [ 0.872 | 2.571 | [ 2.050 [ 6.449 | XL
IDC#0527 B >20 | >20 >20 | >20 >20 | >20 >20 | >20
IDC#0535 B 0.648 | 2.162 0.965 | 2.671 | [ 0:622 | 1.530 | [ 1.171 | 5.692 | [ 0.740 | 2.123
IDC#0540 B . I 1.729 | 4.460 2.878 | 9.422 || 1.355 | 3.861 || 7.124 | >20 |[ 0.552 | 1.767
IDC#0541 B 0.566 | 2.039 || 1.118 | 2.458 8.265 | 19.597 | [ 3.331 [ 7.394 | [19.438] >20 0.727
IDC#0548 B 0.547 0.764 1.696 | 4.501 || 0.985 | 2.541 || 7.670 | >20 0.079
IDC#0551 B 0.995 | 2.497 || 1.333 | 3.006 1.153 | 2.923 0.694 | [ 1.550 | 4.865 | [ 2.635 | 6.679
IDC#0578 B 0.664 0.748 || >20 | >20 2.094 | [[0.736 | 1.973
IDC#0579 B 0.917 0.766 | 2.150 [[ >20 [ >20 >20 | >20 [[ 2.072 [ >20
IDC#0615 B 1.201 | 2.309 2912 | 7.215 1.355 || 4.980 | 17.759|| >20 | >20
IDC#0648 B 0.958 | 2.501 1.340 | 4.197 1.172 || 1.578 | 8.994 | JLNI£]
IDC#0683 B 5.080 [14.716] | 5.334 [18.067]| 1.873 | 6.689 |[ 11.529] >20 >20 | >20
IDC#0758 B 0,656 | 2.490 H 1361 || >20 | >20 |[>20 | >20 |[5:610 | >20
IDC#0761 B 0.574 | 1.932 0.674 | 2.181 || 1.554 | 7.146 |[ 1.259 | 5.396 |[ >20 [ >20
IDC#0779 B 1.049 | 4.104 11.159 [ 17.434|[ >20 | >20 |[ 2.689 [ 10.735][ >20 | >20
IDC#0787 B 1.016 | 1.292 | 3.901 | JONITS
IDC#0799 B ] y 4.690 | 13.625| | 0.659 | 1.925 || 1.482 | 4.547 [[ 3.819 | >20 |[ 8.033 [ 18.912
IDC#0801 B |[ 2457 | 6.553 || 2.534 [ 10.521] [ 1.973 | 5.450 || 1.374 | 3.889 |[ 5.114 [ >20 |[ >20 [ >20 ][14.317] >20
[IDC#0782 |[C_|[4.684 [14.871][ >20 [ >20 ] [3.520 [ 9.252 || >20 | >20 |[ >20 [ >20 ][12.929] >20 |[17.801] >20 |
[IDC#0508 JD_J[>20 [ >20 |[[>20 | >20 | [[>20 | >20 |[">20 | >20 |[>20 | >20 |[>20 | >20 |[>20 | >20 ]
|GeoMean of Neutralized ][0.555 ] 1.568 | [ 0.698 | 1.899 1.319 | 3.659 2.908 |[ 2.872 | 6.018 | 0.752 | [ 0:816 | 2.955 |
|Breadth (%) | 96.1 86.3 824 | 765 |[ 7655 | 451 || 804 | 68.6 || 62.7 | 43.1 |

Antibody concentration (ug/ml)

<0.1

Breadth (%) >95

05-1] 1-2] 2-5 [5-10] >10 ]

80-9070-80] 60-70[50-60] <50 |




