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smmoAb GCA 002863905.1 ASM286390v1 protein AUM19076.1 toluene hydroxylase Rhodococcus ruber
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smmoAb MIGB d Bacteria p Actinobacteriota c Actinobacteria o Corynebacteriales f Pseudonocardiaceae g Pseudonocardia s Pseudonocardia autotrophica 1

smmoAb GCA 002583555.1 ASM258355v1 protein GAY12816.1 methane monooxygenase component A beta chain Pseudonocardia sp. N23
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smmoAb GCA 000161755.1 ASM16175v1 protein EEX16046.1 methane/phenol/toluene hydroxylase Citreicella sp. SE45

smmoAb GCA 000234335.1 ASM23433v1 protein EHI45071.1 monooxygenase hydroxylase Rhodococcus opacus PD630

smmoAb GCA 002259025.1 ASM225902v1 protein OZE27141.1 toluene hydroxylase Rhodococcus sp. 05-2255-1e

smmoAb GCA 000196675.1 ASM19667v1 protein AEA22894.1 methane/phenol/toluene hydroxylase Pseudonocardia dioxanivorans CB1190
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smmoAb GCA 002741725.1 ASM274172v1 protein ATQ30053.1 toluene hydroxylase Rhodococcus ruber
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smmoAb GCA 001700945.1 ASM170094v1 protein ANZ27549.1 toluene hydroxylase Rhodococcus sp. WB1
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smmoAb GCA 002259165.1 ASM225916v1 protein OZC39502.1 toluene hydroxylase Rhodococcus sp. P
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smmoAb GCA 001401735.1 ASM140173v1 protein KPU90365.1 phenol hydroxylase Variovorax paradoxus

smmoAb GCA 900112335.1 IMG-taxon 2615840715 annotated assembly protein SFD20152.1 propane monooxygenase small subunit Tropicimonas isoalkanivorans
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smmoAb GCA 002887815.1 ASM288781v1 protein PND54362.1 monooxygenase Mycobacterium sp. ENV421
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smmoAb GCA 001724345.1 ASM172434v1 protein ODT18880.1 toluene hydroxylase Mesorhizobium sp. S
CN 65-12

smmoAb GCA 001428205.1 Root172 protein KRB32525.1 toluene hydroxylase Mesorhizobium sp. Root172

smmoAb GCA 001717995.1 ASM171799v1 protein ODM47249.1 toluene hydroxylase Ruegeria sp. PBVC088

smmoAb GCA 001485605.1 JGI assembly protein CUU10192.1 Phenol hydroxylase P1 protein Candidatus Kryptobacter tengchongensis

smmoAb GCA 000264745.2 ASM26474v2 protein EKT77025.1 monooxygenase hydroxylase Rhodococcus opacus M213
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smmoAb GCA 000230895.3 ASM23089v3 protein AEV73506.1 Methane/Phenol/Toluene Hydroxylase Mycobacterium rhodesiae NBB3
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smmoAb JNYD d Bacteria p Actinobacteriota c Actinobacteria o Corynebacteriales f Pseudonocardiaceae g Pseudonocardia s Pseudonocardia autotrophica A 1
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smmoAb LJSC d Bacteria p Proteobacteria c Alphaproteobacteria o Rhodobacterales f Rhodobacteraceae g Gemmobacter s 1

smmoAb AXDW d Bacteria p Proteobacteria c Gammaproteobacteria o Nevskiales f Nevskiaceae g Solimonas s Solimonas soli 1

smmoAb GCA 900099905.1 IMG-taxon 2675903064 annotated assembly protein SDI07662.1 propane monooxygenase small subunit M
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smmoAb BAGC d Bacteria p Actinobacteriota c Actinobacteria o Corynebacteriales f Corynebacteriaceae g Nocardia s Nocardia niigatensis 1
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smmoAb GCA 001772105.1 ASM177210v1 protein OGB00404.1 toluene hydroxylase Burkholderiales bacterium RIFCSPHIGHO2 12 63 9

smmoAb GCA 900109145.1 IMG-taxon 2615840718 annotated assembly protein SEI86632.1 propane monooxygenase small subunit Marinovum algicola
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smmoAb GCA 000327525.1 Rhodobacter sp. AKP1 protein EKX59007.1 Methane monooxygenase component A beta chain Rhodobacter sp. AKP1

smmoAb LZIH d Bacteria p Actinobacteriota c Actinobacteria o Corynebacteriales f Corynebacteriaceae g Mycobacterium s Mycobacterium fortuitum 1

smmoAb GCA 002906165.1 ASM290616v1 protein POF30859.1 propane monooxygenase small subunit Labrenzia marina
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smmoAb GCA 001989395.1 ASM198939v1 protein ONM46694.1 toluene monooxygenase Nocardia donostiensis
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smmoAb GCA 000230935.2 ASM23093v2 protein EHB46395.1 Methane monooxygenase Mycobacterium rhodesiae JS60
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smmoAb GCA 900115005.1 IMG-taxon 2671180038 annotated assembly protein SFO01902.1 propane monooxygenase small subunit Pseudonocardia ammonioxydans

smmoAb GCA 002866825.1 ASM286682v1 protein PLW67003.1 phenol hydroxylase Halioglobus lutimaris

smmoAb GCA 000015985.1 ASM1598v1 protein ABN76616.1 methane/phenol/toluene hydroxylase Rhodobacter sphaeroides ATCC 17029
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smmoAb GCA 002211215.1 ASM221121v1 protein OWV40738.1 toluene hydroxylase Mameliella atlantica

smmoAb GCA 000502375.1 Mloti L48C026A00 protein ESZ19223.1 toluene hydroxylase Mesorhizobium sp. L48C026A00
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smmoAb GCA 002291405.1 ASM229140v1 protein ATA56732.1 phenol hydroxylase Variovorax boronicumulans
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smmoAb GCA 001932475.1 ASM193247v1 protein OLM29356.1 Methane monooxygenase component A beta chain Pseudonocardia sp. Ae717 Ps2

smmoAb GCA 900113955.1 IMG-taxon 2617270870 annotated assembly protein SFJ96136.1 propane monooxygenase small subunit Celeribacter neptunius

smmoAb GCA 000299875.1 ASM29987v1 protein EKE70407.1 putative propane monooxygenase hydroxylase small subunit Celeribacter baekdonensis B30
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smmoAb GCA 002101775.1 ASM210177v1 protein ORW22916.1 hypothetical protein AWC18 06345 Mycobacterium nonchromogenicum
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smmoAb GCA 002300155.1 ASM230015v1 protein PBC36592.1 toluene hydroxylase Rhodococcus sp. ACS1

smmoAb GCA 900156895.1 BQ8794 STM4891T protein SIT58016.1 putative propane monooxygenase hydroxylase small subunit M
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smmoAb GCA 001634365.1 ASM163436v1 protein ANB73729.1 phenol hydroxylase Burkholderia sp. OLGA172
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smmoAb GCA 002081795.1 ASM208179v1 protein OQS12775.1 toluene monooxygenase Nocardia donostiensis
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smmoAb AGIQ d Bacteria p Actinobacteriota c Actinobacteria o Corynebacteriales f Corynebacteriaceae g Mycobacterium s Mycobacterium rhodesiae A 1

smmoAb GCA 900156775.1 IMG-taxon 2681813555 annotated assembly protein SIT33972.1 propane monooxygenase small subunit Nocardia farcinica

smmoAb GCA 900102075.1 IMG-taxon 2615840719 annotated assembly protein SDE17553.1 propane monooxygenase small subunit Citreicella thiooxidans

smmoAb GCA 001725415.1 ASM172541v1 protein ODV04692.1 toluene hydroxylase Pseudonocardia sp. SCN 73-27

smmoAb GCA 001404515.1 L.albaCECT5095 Spades Prokka protein CTQ79904.1 Methane monooxygenase component A beta chain Labrenzia alba
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smmoAb GCA 000015265.1 ASM1526v1 protein ABL79393.1 Methane monooxygenase plasmid Nocardioides sp. JS614
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smmoAb GCA 900115375.1 IMG-taxon 2687453681 annotated assembly protein SFO48229.1 phenol 2-monooxygenase P1 subunit Variovorax sp. PDC80
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smmoAb GCA 000807715.1 ASM80771v1 protein KHQ50591.1 Methane/Phenol/Toluene Hydroxylase Mameliella alba
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smmoAb GCA 002101585.1 ASM210158v1 protein ORV50209.1 hypothetical protein AWC02 04960 Mycobacterium engbaekii
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smmoAb GCA 001672655.1 ASM167265v1 protein OBI09245.1 hypothetical protein A5715 13450 Mycobacterium heraklionense
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smmoAb GCA 900102315.1 IMG-taxon 2616644820 annotated assembly protein SDG23454.1 propane monooxygenase small subunit Celeribacter baekdonensis

sm
m

oA
b 

G
C

A
 0

01
42

59
05

.1
 R

oo
t1

27
2 

pr
ot

ei
n 

K
Q

W
66

13
7.

1 
to

lu
en

e 
hy

dr
ox

yl
as

e 
M

et
hy

lib
iu

m
 s

p.
 R

oo
t1

27
2

sm
m

oA
b 

G
CA 

00
16

41
69

5.
1 

ASM
16

41
69

v1
 p

ro
te

in
 O

AF1
87

37
.1

 to
lu

en
e 

hy
dr

ox
yla

se
 B

ra
dy

rh
izo

bi
um

 n
eo

tro
pi

ca
le

smmoAb GCA 002259325.1 ASM225932v1 protein OZF21421.1 toluene hydroxylase Rhodococcus fascians

smmoAb GCA 002119215.1 ASM211921v1 protein OSY38128.1 Methane monooxygenase component A beta chain Pseudonocardia autotrophica

smmoAb GCA 001543895.1 ASM154389v1 protein KWX05107.1 hypothetical protein TH66 05105 Streptomyces thermoautotrophicus
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smmoAb GCA 002571325.1 ASM257132v1 protein PFX05342.1 Methane monooxygenase component A beta chain Nocardia farcinica
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smmoAb GCA 002003765.1 ASM200376v1 protein OOL31722.1 toluene hydroxylase Rhodococcus rhodochrous

smmoAb GCA 001890475.2 ASM189047v2 protein OLL19808.1 toluene hydroxylase Rhodococcus sp. M8

smmoAb GCA 002258365.1 ASM225836v1 protein OZD06298.1 toluene hydroxylase Rhodococcus sp. 06-221-2

smmoAb GCA 900110025.1 IMG-taxon 2615840721 annotated assembly protein SEM51718.1 propane monooxygenase small subunit Gemmobacter aquatilis

smmoAb GCA 900100565.1 IMG-taxon 2615840636 annotated assembly protein SDI34274.1 phenol 2-monooxygenase P1 subunit Burkholderia sp. yr281
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smmoAb GCA 000824945.2 BDK PRJEB6917 v1 protein CDZ89879.1 Monooxygenase hydroxylase Rhodococcus ruber

smmoAb GCA 002300195.1 ASM230019v1 protein PBC53605.1 toluene hydroxylase Rhodococcus sp. ACPA1

smmoAb GCA 000599545.1 ASM59954v1 protein AHK31765.1 Methane monooxygenase component A beta chain Rhodococcus opacus PD630

smmoAb GCA 002381325.1 ASM238132v1 protein ATE97745.1 Methane/Phenol/Toluene Hydroxylase Phaeobacter gallaeciensis
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smmoAb GCA 000764495.1 Nitr1.0 protein KGK41350.1 phenol hydroxylase Nitrincola sp. A-D6
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smmoAb GCA 002211205.1 ASM221120v1 protein OWV55170.1 toluene hydroxylase Alkalimicrobium pacificum
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smmoAb DIBM d Bacteria p Proteobacteria c Alphaproteobacteria o Rhodobacterales f Rhodobacteraceae g Antarctobacter s Antarctobacter heliothermus 1

smmoAb GCA 001920235.1 ASM192023v1 protein OLE34978.1 toluene hydroxylase Ktedonobacter sp. 13 1 20CM 3 54 15

smmoAb FTPD d Bacteria p Proteobacteria c Alphaproteobacteria o Rhizobiales f Rhizobiaceae g Mesorhizobium s Mesorhizobium prunaredense 1

smmoAb GCA 001953995.1 ASM195399v1 protein OMC11871.1 hypothetical protein A5735 14570 Mycobacterium heraklionense
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smmoAb GCA 001314655.1 ASM131465v1 protein KPP93821.1 propane monooxygenase small subunit PrmC Rhodobacteraceae bacterium HLUCCA08

smmoAb GCA 002729635.1 ASM272963v1 protein MBT53029.1 toluene hydroxylase Mameliella sp.

smmoAb GCA 001544695.2 ASM154469v2 protein SAL65948.1 methane/phenol/toluene hydroxylase Caballeronia arvi
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smmoAb GCA 001932325.1 ASM193232v1 protein OLM24707.1 Methane monooxygenase component A beta chain Pseudonocardia sp. Ae706 Ps2

smmoAb GCA 000012905.2 ASM1290v2 protein ABA79021.1 Putative monooxygenase beta subunit Rhodobacter sphaeroides 2.4.1
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smmoAb GCA 002707785.1 ASM270778v1 protein MAZ89985.1 hypothetical protein CL693 20300 Cellvibrionaceae bacterium

smmoAb GCA 000382865.1 ASM38286v1 protein CCW10137.1 Methane monooxygenase component A beta chain Rhodococcus sp. EsD8

smmoAb FOUY d Bacteria p Actinobacteriota c Actinobacteria o Corynebacteriales f Pseudonocardiaceae g Pseudonocardia s Pseudonocardia ammonioxydans 1

smmoAb BCWY d Bacteria p Actinobacteriota c Actinobacteria o Corynebacteriales f Corynebacteriaceae g Rhodococcus s Rhodococcus jostii 1

smmoAb GCA 000488255.1 Acin indi CIP110367 V2 protein ESK49699.1 phenol hydroxylase P1 protein Acinetobacter indicus CIP 110367

smmoAb GCA 900142365.1 IMG-taxon 2700988696 annotated assembly protein SHL18354.1 propane monooxygenase small subunit Pseudonocardia thermophila

smmoAb GCA 001667445.1 ASM166744v1 protein OBF82705.1 hypothetical protein A5751 13465 Mycobacterium fortuitum
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smmoAb AWRV d Bacteria p Proteobacteria c Alphaproteobacteria o Rhodobacterales f Rhodobacteraceae g Sagittula s 1

smmoAb GCA 000828875.1 ASM82887v1 protein BAO90853.1 methane/phenol/toluene hydroxylase Burkholderia sp. RPE67

smmoAb GCA 002157355.1 ASM215735v1 protein OUM04047.1 phenol hydroxylase Variovorax sp. JS1663
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smmoAb GCA 000764025.1 ASM76402v1 protein KGE04878.1 Phenol hydroxylase P1 oxygenase component DmpL Pseudohaliea rubra DSM 19751

smmoAb GCA 001543925.1 ASM154392v1 protein KWW99075.1 Methane monooxygenase component A beta chain Streptomyces thermoautotrophicus
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smmoAb GCA 000705555.1 MarKoc1.0 protein KEA65357.1 Phenol hydroxylase P1 oxygenase component DmpL Marinobacterium sp. AK27

smmoAb GCA 001828895.1 ASM182889v1 protein OHC54955.1 toluene hydroxylase Rhodobacterales bacterium RIFCSPHIGHO2 12 FULL 62 75

smmoAb GCA 001686985.1 ASM168698v1 protein ANT52872.1 toluene hydroxylase Mesorhizobium amorphae CCNWGS0123

smmoAb AGVD d Bacteria p Actinobacteriota c Actinobacteria o Corynebacteriales f Corynebacteriaceae g Rhodococcus s Rhodococcus opacus A 1

smmoAb AOQA d Bacteria p Proteobacteria c Alphaproteobacteria o Rhodobacterales f Rhodobacteraceae g Phaeobacter s Phaeobacter gallaeciensis 1
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smmoAb GCA 002381365.1 ASM238136v1 protein ATF22133.1 Methane/Phenol/Toluene Hydroxylase Phaeobacter gallaeciensis
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smmoAb GCA 000347955.2 ASM34795v2 protein KXF85672.1 toluene hydroxylase Rhodococcus ruber Chol-4
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