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Figure S6: Expression of the asRhlS. Term-seq and strand-specific RNA-seq data
(corresponding condition of Fig 2A) for the asRhIS locus in the PAO1l AlaslArhll
(MPKO0493), in the —AHLs condition. The RNA-seq reads of RhIS (blue line, orange
arrow), asRhlIS (red line, red arrow) and the asRhIS term-seq position (green arrow) is

indicated. The gap in RNA-seq coverage within rhll is due to the deletion of the ORF.



